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Photon Capture leads to cis/
trans isomerization
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B, Adrenergic Receptor
Ligands

HsG

H-n? s

OH
OH OH o \)\/ H
HO. H H O
@*/ ~ HO/I))\/ \K W
HO HO Q

Propranolol
N
A

Adrenaline Albuterol

Carazolol

BI-167107 .
O Timolol

S/Nji CHs
N\ = /‘V
NT N0 NN

H | CHg
OH H

Metarhodopsin |l

Excited state ®
~ oS
Photorhodopsin
VN N ps
Bathorhodopsin
) Y ns
§ : g s . BL(BSI)rhodopsin
X \ > . 4 Lumlm%s&cpsln
e\ us
b *‘f‘b ) hv Metarhodopsin |
i ms
\ \ ) { W Metarhodopsin Il
{ b > A U sec
\ ' 1 Rhodopsin Metarhodopsin IIl
{ : > \ > min
\ X < ‘ ’ Opsin
| - All-trans-retinal
\ ¢ \ \ ’ 11-cis-retinal
V G4

WA C-terminus of
N Transducin a
) (Ga)

31 MARCH 2011 | VOL 471 | NATURE | 651

Agonist vs. Antagonist
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Crystal structure of the f, adrenergic
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