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Estrogen Receptor

T347 A350 E353

Estradiol Bisphenol A



Conserved RNA Sequence:
AUACCA + CCUUGG:AG

CLASS I
region 2,
TCT8-6,9 gugacaacucucgagauca¢ec 3
TCT8~5 uCcguguaagcaagagcacgal gugug
rCT8-1,10 Acagcauau----uugcugyCoUUGaAAGCaacgaga
TCTE-4, 8 Ecaucguc ----- uugaug¢CCUUGGCAGacuuca
TCT8~7 CadU====ecccna gcag(:CCUUOOAAGcag
TR8-14 pcggcavau----uugcugyCCUUGGAAGCaacuauva
TRE-8 cucucgaaAUACCAACuacucucaca- - -auagyCCUUGGAAG
TR8~5 uucaugqucgcuugAUACCANCAACA~ === == === aG#CCUUGGMO ca
CLASS II
reglon 2. region 1
TCT8-3 5'ugacucgaa¢CCUUGGAAGaccugagu--—-—- acagguAUACCAg 3°
TCT8-11 CCUUGGAAGICCg === === m e = uacggAUACCANuugaguggccauaug
TR8-28 uaucgagug ccagge-——===== CCggQUAUACCALCaA
TR8-29 cgagauucaaCcuu CaAU-======—== cg;.l‘g_ DACCAQuguu
TRB8-9 ucagaaCCUUGGAAG acugaauaagaucaguu%m\cc;\




Properties of a Theophylline-Binding RNA Aptamer
(Jenison et al. (1994) Scrence 263, 1425)
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Conserved RNA Sequence:
AUACCA + CCUUGG:AG

/2 2

Nat.Struct.Biol. 4: 644-649 (1997)



Conserved RNA Sequence:
AUACCA + CCUUGG: AG
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SELEX and a Citrulline Aptamer

Scheme 2. Schematic for the In Vitro Selection Cycle?

clone, .
poience =~ random =
RNA

selection:
.5 mL glycine agarcse
spacer: 11-atom

transcription with
selection: T7 RNA polymerase
1.0 mL L-citrulline agarose
spacer: 11-atom
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From a 107> RNA Library

TS NI
11 I
N17-GAGUCA |GGAGUG| UUCCAUAAGGU-Ny; -AUCUVAUGGGU | CGGUUAGGYC | AGCUC-No,
Ny, -AUUGUCGAA |{GQAGUG| cucuag------ Npp====== vvaGAG| CGGUUAGGUC | GCGACGAU
Nys -CCGUACG | GGAGUG| GAGCGUCCGUG-N, o - UGUGGGCGocU| COGUUAGGEIIC | AAUACag.
cugccG |GGAGUG| ceavG------- Ng3====-=== vavcu| CGGUUAGGIC | AGCAG-Nyo
N,o-GAGUGGACGCA |GGAGUG| cuy--------- Ng3---===-=- AAG|C : ACGUCACACUC-Npys
ccuucacugcAA | GGAGUG| AUGUAAG----- N3y3--=~-- cuvavey| COGUUAGGYC | GRCGGUGGAQY
N1, -GAGACGGGAA |GQAGUG| caGu-------- Ngg======== GuuG | CGGUUAGGIE | GEUCGUCUC-N;
No4-GGGUUUACCGAGAA |GGAGUG| cusey------- Ng3------- Acvac| CGGUUAGGYQ | ACUCAUABACCU-Nig
ugcAucG | GGQAGUG| cee--------- Ngg========= c6u| CGGUUAGGUC | AAGUGCA-N;,
acugcGuu |GGAGUG| ccaa-------- Nyg======== vueu| CAGUUAGGYC | GCGCAGU-N,;
No7 ~UUUUUUAACG (GGAGUG| AUGU-------- Ngg--=---- acauu| CGGUUAGGUE | AAUUAAAGGG-N: 6
M
ST ARSI
il I
U 3G,
Nog- UAG | CGGUUAGGUC| ccug----- Nog--==-~- CGGAA |GGAGUG| cua-N,,
No;-AC | CGGUUAGGHC GCUGGAC--N14--GUCCGGAA [GGAGUG| GU-Nye
acugc | CGGUUAGGYL| cccc----- Ny3==--- GGGAA |GQAGUG| GcaGu-N;;y
Ng;-UGGACUUU | CGGUUAGGUC | GGAACC -~ -Ny5---GGUUCAG |GGAGUG | GGAGUUCA-Ny,
ucacug | CGGUUAGGUC| GGACU----No,--~-AGUCAA | GGAGUG| CAGUGA-N;5
N3,-cc6u | CGEUUAGGIC | GGUCU----Ny,----AGAAUA |GGAGUG| cegg
N3;-cc6U | CGGUUAGGHC | GGCUGU---Nog------= AUAIGGAGUG| 6eog
No3-GcC | CGRUUAGGYE | GGGCG--=~Nos===-- CGCAA |GQAGUG| GGU-N;




Citrulline binding
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Citrulline binding
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Arginine binding
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